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NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 
NUCLEOTIDE SEQUENCE AND/OR AMINO ACID SEQUENCE DISCLOSURES 

The nucleotide and/or amino acid sequence disclosure contained in this application does not comply with the 
requirements for such a disclosure as set forth in 37 CAR §1.82 1 - § 1 .825 for the following reasons(s): 

[ ] 1 . This application clearly fails to comply with the requirements of 37 CAR § 1 .82 1 - § 1 .825. Applicant's 

attention is directed to these regulations, published at 1 1 14 OG 29, May 15, 1990, and at 55 FR 18230, May 1, 
1990. 

[ ] 2. This application does not contain, as a separate part of the disclosure on paper copy, a "Sequence Listing" 
as required by 37 CAR § 1 .82 1 (c ). 

[ ] 3. ' A copy of the "Sequence Listing" in computer readable fonm has not been submitted as required by 37 
CAR §1.82 1(e). 

4. A copy of the "Sequence Listing" in computer readable form has been submitted. However, the content of 
the computer readable form does not comply with the requirements of 37 CAR § 1.822 and/or § 1 .823, as 
indicated on the attached copy of the marked-up "Raw Sequence Listing". 

[ ] 5. The computer readable form that has been filed with this application has been found to be damaged and/or 
unreadable as indicated on the attached CRF Diskette Problem Report. A substitute computer readable form 
must be submitted as required by 37 CAR § 1 .825(d). 

[ ] 6. The paper copy of the "Sequence Listing" is not the same as the computer readable form of the "Sequence 
Listing" as required by 37 CAR §1.82 1(e). 

[ ] 7. Other: ] 



APPLICANT MUST PROVIDE: 

An initial or substitute computer readable form (CRF) copy of the "Sequence Listing". 

An initial or substitute paper copy of the "Sequence Listing", as were as an amendment directing its entr>^ into 
the specification. 

M A statement that the content of the paper and computer readable copies are the same and, where applicable, 
^ include no new matter, as required by 37 CAR § 1.82 1 (e) or § 1 .82 1 (f) or § 1 .82 1 (g) or § 1 .825(b) or § 1 .825(d). 



FOR QUESTIONS REGARDING COMPLUNCE WITH THESE REQUIREMENTS, PLEASE CONTACT: 

For Rules Interpretation, call (703) 308-1 123 
For CRF Submission help, call (703)308-4212 
For Patentin Software help, call (703) 557-0400 

PLEASE RETURN A COPY OF THIS NOTICE WITH YOUR RESPONSE. 
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RAW SEQUENCE LISTING DATE: 09/06/2000 

PATENT APPLICATION: US/09/446,677 TIME: 11:01:37 . 

input Set : A:\BirkelI.txt 

Output Set: N:\CRF3\09062000\I446677 .raw /-^NtXApW , A 

SEQUENCE LISTING Vn' dVCC^^ 

3 (1) GENERAL INFORIIATION : ^todO^ 
5 (i) APPLICANT: BIRKELUND, Svend r^r\X\^^^ 

CHRISTIANSEN, Gunna 

HEBSGAARD PEDERSEN, Anna-Sofie / 

Katrine 
SURFACE EXP 

' PNEUMONIAE nP' 

(iii) NUMBER OF SEQUENCES: 30 /S' V b 

CORRESPONDENCE ADDRESS: _ ^ » 



Q MYGIND, Per Cj 

l! fix) TITLE OF invention': SURFACE EXPOSED PROTEINS FROM CHLAMYDIA ) ^ 

12 

16 ^(iv) CORRESPONDENCE ADDRESS: ^. p 

17 (A) ADDRESSEE: BROWDY AND NEIMARK, P.L.L.C, <^ ^ 
^8 (B) STREET: 624 Ninth Street, N.W., Suite 300 
3^9 (C) CITY: Washington 

20 (D) STATE: D.C. 

21 (E> COUNTRY: USA 

22 (F) ZIP: 20001 

24 (V) COMPUTER READABLE FORM: 

25 (A) MEDIUM TYPE: Floppy disk 

26 (B) COMPUTER: IBM PC compatible 

27 (C) OPERATING SYSTEM: PC'DOS/MS-DOS 

28 (D) SOFTWARE: Patentin Release #1.0, Version ftl.30 
30 (vi) CURRENT APPLICATION DATA: 

. (A) APPLICATION NUMBER: US/09/446,677 

^'_ly 32 (B) FILING DATE: 24-Mar-2000 

C_-> 38 (vii) PRIOR APPLICATION DATA: 

^35 (A) APPLICATION NUMBER: PCT/DK98/00266 

36 (B) FILING DATE: 19-JUN-1998 

39 (A) APPLICATION NUMBER: DK 0744/97 

40 (B) FILING DATE: 23-JUN-1997 

42 (viii) ATTORNEY/AGENT INFORMATION: 

43 (A) NAME: COOPER, Iver P. 

44 (B) REGISTRATION NUMBER: 28,005 
4 5 (C) REFERENCE/DOCKET- NUMBER: BIRKELUND=1 

47 (ix) TELECOMMUNICATION INFORMATION: 

48 (A) TELEPHONE: 202-628-5197 

49 (B) TELEFAX: 202-737-3528 



ERRORED SEQUENCES 

498 (2) INFORMATION FOR SEQ ID NO: 3: 

500 (i) SEQUENCE CHARACTERISTICS: 

501 (A) LENGTH: 2815 base pairs 

502 (B) TYPE: nucleic acid 

503 (C) STRANDEDNESS : single 

504 (D) TOPOLOGY: linear 
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DATE: 09/06/2000 
RAW SEQUENCE I-IfTING TIME: 11:01:37 

PATENT APPLICATION: US/09/44b,o/ 



CATION: US/09/44b,o// ^ 

s= = S iiiii = 3 

111 AAGTCTAGTG CTGAAGGCGC ^GCACTTTCT ^TTACAAt ^^^^^^^^ CCCCTCAGGA 4 20 

lis GGATTTTCGA GTCTTACTTT "TAGCGGCC CCATCATC^^ ^cAATCGAAC TATTTTATTT 
516 AAAGGTGCAG TTAAATGTGG AGGGGATCTT cCAAGAATCT TTCTTTGAAA 

111 AAACAAGATT ACTGTGAGGA AA^TGCCGGA ^CCATTTC ^^^^ GAAAAAAGGT 

518 AACAGCACGG GATCGATTTC TTTTGAAGGG ^*;TAAAT^^ atACGGCTCC TACCCTCTTC 

519 GGGGCTATTT GTGCTACTGG TACTGTAGAT ATTACAAATA ATA ^TGTACAATT 
"o TCGAACAATA TTGCTGAAGC TGCAGGTGGA GCTATAAAT^ cAGCGACCGC AGGAAATGGA 

521 ACAGGGAATA CGTCTCTTGT ATTTTCTGAA ^ATAO ^^AGAGTGT AACTTTCTCA 

522 GGAGCTCTTT CTGGAGATGC CGATGTTACC ATATCTGGGA ^^^^^^^^^^ ACTGGCTTCC 

523 GGAAACCAAG CTGTAGCTAA TGGCGGAGCC ATTTfti aaGGTACCAC TGCAGGTAAT 

524 GGGGGGGGGG GGGGTATCTC CTTTTCTAAC AfTATAGTCC ^ mCAGGGGAC 
ll\ GGTCGAGCCA TTTCTATACT GGCAGCTGGA GAGTGTAGTC ' AAGAAATTCT 
III ScTTCA ATGGGAATGC CATTGTTGCA ACTACACCAC ^AACTAC ^^^^^^^^ATC 
111 ScI?AG GATCTACTGC AAAGATCACG AATTTACGTG CAATA^^^^^ ^^AA^.TCTC 

528 TTTTTCTACG ATCCGATTAC TGCTAATACG GCTGCGGAT ^^^^^^^ TTCTGGTGAA 

529 AATAAGGCTG ATGCAGGTAA TAGTACAGAT ^ATAGTO^ cTTCTACGCT GAAGCAGCCT 
III AAGCTCTCTG AAGATGAAGC AAAAGTTGCA GACAACCTCA ^ tACGAAAGGC 
III GTAACTCTAA CTGCAGGAAA TTTAGTACTT AAACGTGGTG ^CAC j^aaaGCAAGT 

"32 tttactcIga ccgcgggttc ctctgttatt «=cg^ gcaca^^^^^ cgagggtaag 

l-il ACAGAGGAGG TCACTTTAAC AGGTCTTTCC ATTCCl^ cccttagtgg tccgattctt 

534 AAAGTTGTAA TTGCTGCTTC TGCAGCAAGT AAAAATGTAG CCC^^^^^ xCAAGACTTT 

535 CTTTTGGATA ACCAAGGGAA TGCTTATGAA AATCACGAC j,^, ^gCGGXTCCT 
I36 TCATTTGTGC AGCTCTCTGC TCTGGGTACT GCAACAACTA ttGGGTTGAT 
537 IcAGTAGCAA CTCCTACGCA CTATGGGTAT CAAGGTACTT ^G^^^^^^^ tACAGGCTAC 
"38 GATACCGCAA GCACTCCAAA GACTAAGACA GCGACATT^^ ^CCTTTGGGG ATCTTTTTCA 
539 CTTCCGAATC CTGAGCGTCA AGGACCTTTA tGACTCTTTG TTCAGATCGA 

.. 5 0 gIcatccaag cgattcaagg ^™gag agaagtgct^ ^^^^gaaagg ggaaaaacgc 

C11 rrrTTCTGGG CTGCGGGAGT CGCCAATT1L ^trZnT.rr'rr TAGCGCAAAC TTGTTCTGAA 
.TI.AATCTGG TGGATATGCT ATCGGAGGTG CAGCGCAA ^^^^^T 



SctS^G CtScGGGAGT CGCCAATTTC TTAGA^^^^^^^ llil^^^^^^^^^ rT^T^CTGAA 

TaatIS ataaatctgg ^gatatgct ^tccg^^^^^^^ ",Sattt cttagtcgct 
54 3 aacttaatta gctttgcctt ttgccaactc tttggta ^^^^^^.^^e ^vgaatgtagt 

III AAAAATCATA CTGATACCTA TGCAGGAGCC ^TCTATAiU aCCCCTCGTT 
l\\ GGGTTCATAG GTTGTCTCTT AGATAAACTT CCTG^^^CTT f^^^^^^^ GTATACTGCG 
ill TTAGAAGGGC AGCTCGCTTA TAGCCACGTC ^GTAAi^ acATGATGTT GGGAGCTTCT 

547 ?ItCCTGAGG TGAAAGGTTC TTGGGGGAAT AATGC^ ^^^,,^eATA CATCAAACTG 

548 TCTCATTCTT ATCCTGAATA CCTGCATTGT ^TTGATAC ^^^^^^^^^ ^^""^^ZlV. 

549 AATCTGACCT ATATACGTCA GGACAGOT^ ^^^^^;,gGGG TGAAGTTTGA GAAGTTCTC 

550 GATGACAGCA acctcttcaa tttatcttio )± ttcctgatct TATCCGCAAI 

III GATTGTAATG ACTTTTCTTA TGATCTGACT TTATCCTAl^ cTTGGGAAAC TTATGCCAA1 

552 GATCCCAAAT GCACTACAGC ACTTGTAATC ^GCGGAGCCT ^TTG CTCTCCTATC 

553 AACTTAGCAC GACAGGCCTT ^^GgIt CCTCACGGAT TTATAATGTA 2760 

S SSS """-i """"" '""""^ 

743 (2) INFORMATION FOR SEQ ID NO: 5: 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/44 6,677 

Inout Set : A:\Birkell. txt 

output set: N:\CRF3\09062000\l446677.raw 



DATE: .09/06/2000 
TIME: 11:01:37 



745 
746 
747 
748 
749 
751 
753 



(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: J052 base pairs^ 
(B) 



yo, TYPE: nucleic acia 

(C) STRANDEDNESS: single 

(D) TOPOLOGY: linear 
(ii) MOLECULE TYPE: Genomic DMA 

(Xi) SEQUENCE DESCRIPTION: SEQ ID CTCAGTCTTC 

755 ATGCGATTTT CGCTCTGCGG ATTTCCTCTA ^TTlli ^^qj^,j^ctTT TCATGGAGAT 

756 GACACTTCTT TGAGTGCTAC TACGATTTCT TTAACCCCAG ^A^^^^ CCTTACTGGT 
7i7 AGTCAGAATG CAGAACGTTC ^TATAATGTT CAAGCTGGGG ATGTCTA^^^ cAATGTGACC 

758 GATGTCTCAA TATCTAACGT CGATAACTCT GCATTAAATA tATTTCCTCA 

759 TCAGGAAGTG TGACGTTCGC A^GAAATCAT CATGGGTTAT ATTT^^^^^ gGCACGTTTT 

760 GGAACTACAA AGGAAGGGGC TGTACTTTGT TGCCAAO^i j^^^ ACAGGGATGT 

761 TCTGGGTTCT CCACGCTCTC TTTTATTCAG ^GCCCCGGAG ^^ATTA ^^^^AAAAC 

762 CTCTATTCAA AAAATGCACT ^ATGCTCTTA ^^^AATTATG TAGTGCG ^^^^^^^^^ 

763 CAAAGTAAGA CTAAAGGCGG ^GCTATTAGT GGGGCGAATG TTAC^^^^^^ ^^cTTCAGGT 

764 GATTCCGTCT CTTTCTATCA GAATGCAGCC ^CTTTTGG jgCCAAGAAT 

765 CCCCTACAGA TTGCAGTAAA TCAGGCAGAG ^^AAGAT tGCTTATGTT 

766 GGTTCTGGAG GGGCTTTGTA CTCCGATGGT GATATTGMA QgcGC TGTCTGTTGT 

767 ctatttcgag aaaatgaggc attgactact gctataggta agggagg^^^ caataaacag 

768 CTTCCCACTT CAGGAAGTAG TACTCCAGTT CCTATIO.^ rCATTTATGC TAGGAAACTT 

769 TTAGTCTTTG AAAGAAACCA TTCCATAATG GGTGGCGGAG CCATTTA g^AA 

770 AGCATCTCTT CAGGAGGTCC TACTCTATTT ATCAATAATA ^ATCATATG ^^^^^^^^^ 

771 AATTTAGGTG GAGCTATTGC CATTGATACT GGAGGGGAGA TCAG^ CATCCATCTT 

772 GGAACAATTA CATTCCAAGG AAACCGGACG ^^CTTACCGT agAATTTTAT 

773 TTACAAAATG CTAAATTCCT GAAATTACAG GCGAGAAATG G^^^^^^^^ aGATCCTAAA 

774 GATCCTATTA cttctgaagc ^^ATGOGTCT acccaa ^^^^^^^^^^ ^^'^''^l^^l 

775 AATAAAGAGT ACACAGGGAC CATACTCTTl CTGCAGGATA CTTAGTTATT 

776 AGGGATTTTA AATCTACAAT CCCTCAGAAC G^CAACCTOl gCATTTAGTT 

777 AAAGAGGGGG CCGAAGTCAC ^GXTTCAAAA TTCACGCAGT CTC ^^^^^ ^gGCCTCGCG 

778 TTAGATTTAG GAACCAAACT GATAGCCTCT AAGGAA^au AAACACCGCA 

779 ATAGATATAG ATAGCTTAAG CTCATCCTCA ^CAGCAGCTG TTATTA ^AATGCCTAT 

780 AATAAACAGA TATCCGTGAC GGACTCTATA G^^CTTATCT CGCC ^^^^ gCCTGGAGCC 

781 GAAGATCTCA GAATGAGAAA TTCACAGACG TTCCCTCTGC ^^^^ TTATGGTTTT 

782 GGGGGTAGTG TGACTGTAAC TGCTGGAGAT TTCCTACCGG RTTCTTCTGG 

783 CAAGGCAATT GGAAATTAGC TTGGACAGGA ^CTCGAAACA ^ TAATATCTTG 

784 GATAAAATAA ATTATAAGCC TAGACCTGAA AAAGAAGGAA ^^TAG ^^^^^cGAGC 

785 TGGGGGAATG CTGTAAATGT CAGATCCTTA ATGCAGGXTC ^^AGA ^^^^^TGCC 
;86 TTACAGACAG ATCGAGGGCT GTGGATCGAT GGAATTGGGA ATTTC ^^^^^^^^ 

787 TCCGAAGACA ATATAAGGTA CCGTCATAAC AGCGGTGGAT ^ TAGAGACAAG 

788 GAGATCACAC CTAAGCACTA TACTTCGATG SCATTTTCCC ^^^^^ CTATCAATAT 

789 GACTATGCGG TTTCCAACAA CGAATACAGA ^^GTATTTA^ rcCCTAATGT AAACGTCGGG 

790 ACAACCTCCC TAGGGAATAT TTTCCGTTAT GCTTCGCGTA ^GC ^^^TGCTTAT 

791 ATTCTCTCAA GAAGGTTTCT, TCAAAATCCT CTTATGATTT ^^^^^ GAAAAACAGC 

792 GGTCATGCCA CCAATGATAT GAAAACAGAC ^ACGCAAATT GGTATTTGAG 
•793 TGGAGAAACA ATTGTTGGGC TATAGAGTGC GGAGGGAGCA ^ ^^^^ tTATGCTTAT 

794 AACGGAAGAC TTTTCCAAGG TGCCATCCCA TTTATGAAAC gAGTTTAACA 
^9^ "^^^ cfTf-TTT ^aS^G CACTTTCTCA GGA^TACTC 
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DATE: 09/06/2000 
RAW SEQUENCE LISTING r^j^^. 11:01:37 

PATENT APPLICATION: US/09/4 4 6,677 



2580 
2640 



797 T^TOACTTT. GTTTCTCCT^ TATTCCTG.T .TTTTCC^^^^^ '^'^^cS'c 

798 GCTCTGGTGA TTAGCGGAGA CTCCTGGCTT GTTCCGGCAG CACACGl ^TTATGTCGA 2700 y ^ J 

IS S= 5S= SSS SS» »»co-„ j™™e.^ / J 6. .5-2 

i03 TAACGGAATA CTCGTATCAC CTCAGCCCCT tTTGCTTGTC TCCGAGGAGT ifliHU^ ^ 

2600 (A) LENGTH: 946 amino, ^acids _ 

oAm (B) TYPE: amino acid ^ ^ e ^ A 

:;gQ2 (C) STRANDEDNESS: single / ^ 

2603 (D) TOPOLOGY: linear 

2609 Met Lys Thr Ser Val Ser Met i.eu 

feia ser ser He Val Leu His Ala Ala Thr Thr Pro Leu Asn Pro Glu, Asp 

Gl. Phe ne Glu Glv Asn Thr Asn Thr Phe Ser Pro .ys Ser Thr 

Glv Thr Thr Tvr Ser Leu Thr Gly Glu Val Leu Phe 
2618 Thr Asp Ala Ala Gly Thr Tnr iyr 

fe^/l Xle A^P pro Gly Lys Gly Cly Sef He Thr Gly Thr Cys Phe Val Glu 
Ala Gly ASP Leu T^h^ Phe Leu Gly Asn Gly Asn Thr Leu Lys Phe 

2625 , . riv Ala Asn He Ala Val Ala His Val Gin Gly 

2627 Leu Ser Val Asp Ala Gly Ala Asn xx 

2628 Leu Val He Thr Glu 

2630 ser Lys Asn Leu Ser Phe Thr Asp ^.^^ 

2631 115 ;^ ser Leu Val Ser Ser 

2633 ser Pro Lys Ser Ala Val Ser inr v. y 

2634 130 Leu Val Leu Thr Ser Asn 

2636 Gly Ala Val Gin Leu Gin Asp He Asn Thr 

2637 145 ■ - Lvs Gly Asn Ser Cys Leu He 

2639 Ala ser Val Glu Asp Gly Gly Val He l.^^ 

2640 Thr Ser Ser Lys 
2642 Gin Gly He Lys Asn Ser Ala He Pne ^xy 

2^^' , He ser Thr Thr Gin Gly Leu Thr He Glu Asn Asn 

2645 Lys Gly Gly Ala He Ser Tnr inx ,_ 

2646 195 Lys Ala Val Thr Ser Gly Gly 

2648 Leu Gly Thr Leu Lys Phe Asn Glu Asn y 

2649 210 pj,e Thr Ala Asn His Glu Leu 

2651 Ala Leu Asp Leu Gly Ala Ala Ser Tnr t-a ^40 

2652 225 230 ^3^^ Gly Ala 
2654 He Phe Ser Gin Asn Lys Thr Ser Gly as^ ^55 ' 



2655 245 



DATE: 09/06/2000 
RAW SEQUENCE LISTING ^j^E: 11:01:38 

PATENT APPLICATION: US/09/44 6,677 

3657 X.e .sn Cys Ser Oly Asp .eu T.r Phe Th. ^sp ..n Tnr Ser .eu Leu 
2658 260 j^la Leu Cys Ser Thr 

2660 Leu Gin Glu Asn Ser Thr Met Gin Asp y 

2661 275 280 cly Asn 

2663 Gly Thr lie Ser He Thr Gly Ser Asp be 

2664 290 -^f Ser Ala Ala Ser Leu Lys He 

2666 Thr ser Gly Gin Lys Gly Gly Ala lie a^^ 3^0 

2667 305 , i]l ^.^ Ser Asn Asn Val Val Thr His 

2669 Leu Gly Gly Gin Gly Gly Ala Leu pne 335 

2670 325 ^j,^ ser Leu 

2672 Ala Thr Pro Leu Gly Gly Ala lie rne 

2673 3.10 Gly Asn Gin Val 

2675 Gin Leu Phe Thr Gin Gly Gly Asp iJ-e 

2676 355 Asn Val He His Leu 
2678 Thr Thr Thr Ala Pro Asn Ala Thr Tnr i.y 

"■'^ "° Ma LVS Trp Thr Gly Leu Ala Ala Ser Gin Gly Asn Ala 

2681 Glu ser Thr Ala Lys Trp inr 4OO 

2682 385 X^" ..^ Thr Asn Asp Thr Gly Ala Ser Asp 
2684 He Tyr Phe Tyr Asp Pro He Thr Thr Asn Asp 

IT. Asn Leu Ar. He ill Glu Val Ser Ala Asn Gin Lys Leu Ser Gly Ser 
nil ue val Phe III Gly Glu Ar, Leu Ser Thr Ala Glu Ala He Ala.Glu 

2691 435 ^ ^ Thr Leu Val Glu Gly Ser 

2693 Asn Leu Thr Ser Arg He Asn Gin Pro 

2694 4 50 vTl Thr Leu He Thr Gin Gly Phe Ser Gin 

2696 Leu Glu Leu Lys Gin Gly Val Thr Leu 

2697 465 • ^ Leu Gly Thr Ser Leu Gin Ala 

2699 Glu Pro Glu Ser Thr Leu Leu Leu Asp 

2700 Ala Asp Thr 

2702 ser Thr Glu Asp He Val lie inr k 

2703 500 ser Ala Ala Asn Lys 
2705 He Tyr Gly Lys Asn Pro He Asn lie 

r7°0^ Asn He III Leu Thr Gly Thr Leu Ala Leu Val Asn Ala Asp Gly Ala 
VAl Leu III Glu Asn HIS Thr Lu Gin Asp Ser Gin Asp Tyr Ser Phe Val 
VlU III Leu ser Pro Gly Ala Gly Gly Thr He He Thr Gin Asp Ala Ser 

2715 565 jj.g Tyr Gly Tyr Gin 

2717 Gin Lys Leu Leu Glu Val Ala Pro ser arg 

2718 580 Thr Gly Thr Gin Pro Ser 

2720 Gly His Trp Asn Val Gin Val lie 

2721 595 ^ v.i Ira Thr Gly Tyr Leu Pro Asn Pro Glu 

2723 Gin Ala Asn Leu Glu Trp Val Arg Thr Gly / 

2724 610 ^ Leu Trp Gly Ser Phe Val Asp 

2726 Arg Gin Gly Phe Leu Val Pro Asn Ser Leu Trp 

2727 625 ^30 lie Leu Cys 
2729 Gin Arg Ala He Gin Glu He Met 
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DATE: 09/06/2000 



650 



.ra Glv Al Trp Gly Ala Glv He Ala Asn Phe Leu H.s Arg 
2 35 ASP Lys lie Asn Glu His Gly Tyr Arg Hxs Ser Gly 
r,re val Gly Gly His Ala ^^.^ Ser Asp Ala .le Asn Ala Ala 
IVA III Gin .eu P.e Ser fr. Asp .ys Asp Tyr Val Val Ser .ys Asn 
^1^3 Gly ... ser .yr Z Oly Val val P.e .e. Glu asp ..r ^ u 
P.e Ar. ser Pro III Oly Pne Tyr T.r Asp Ser Ser Ser Glu Ala Cys 
2748 „ , ASP Met Gin Leu Ser- Tyr Ser Hxs Arg 

2750 Cys Asn Gin Val Val Thr He Asp net 

.„ .„ Ill »t - «| "* 

f,U s„ S ... - - ;s t p 

si; „o .„ se, - s;t 

2760 . Gl. o" »W '"^ W °" 

2762 »rS «" ' SSS 830 , 

b J, v.. S IS - 

f,u „. III ... r, ... - • 
i;;; .„ s «. 'li ... v.> n. „, .y. ... 

Z s„ ... S ... s„ 0.V «; - SI 

r,',? ... ... s., s 0.. c, ... f. ... » s;: - 

2778 val Phe Ser His Gly Ala He Glu Leu 

2780 Leu He Asn Pro Gly He Glu Val g^S 

2781 915 III Leu Gly Gly Lys Tyr Axg 

2783 Arg Gly Ser Ser Arg Asn Tyr Asn 

2784 930 
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DATE: 09/06/2000 
VERIFICATION SUMMARY n .ni-39 

PATENT APPLICATION: US/09/44 6.677 TIME: 11.01.39 

Input set : A:\Birkell.txt 

output set: H:\CRF3\09062000\I446677.raw 

..31 M.220 C: Keyword misspelled or invalid format .(A, ^"""^^'^^ ' 

= c: ^erw^r^a Tissreii" irail^d ^o^ft. irvlir^HIOR APPLICATION OATA:, 

r '^?n M I20 E- (1) wrong Nucleic Acid Designator, 2 

L:510 M:J2U t. t -l J ^ ^«<rii-4- Tnni!t-3052 Coanted:3051 SEQ:5 

L:805 M:254 E: NO. of Bases conflict, Input^3052 CO 3^3^ sj.Q:5 

L:805 M:204 E: No. of Bases 'i^"^^'^™!'^^ format, [(ii) MOLECULE TYPE:] 
m;20°3 e; ro'^^^f S:""dffflrs?\ErTi:?np:t:946 ^Lnd:945 SE0:24 



